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DATE: 12/01/2000 
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4 <110> APPLICANT: Castrillon , Dieyo H. 

6 <120> TITLE OF INVENTION: COMPOSITIONS AND METHODS FOR THE 

7 IMPROVED DIAGNOSIS OF GERM CELL TUMORS 
11 <130> FILE REFERENCE: BOB 01/719 5/ERP/KA 

C--> 13 <140> CURRENT APPLICATION NUMBER: US/09/714,86 5 

C--> 13 <141> CURRENT FILING DATE: 2000-11-16 

13 <150> PRIOR APPLICATION NUMBER: U.S. 60/166,394 

14 <151> PRIOR FILING DATE: 1999-11-18 
16 <160> NUMBER OF SEQ ID NOS : 15 

18 <170> SOFTWARE: FastSEQ for Windows Version 3.0 

20 <21()> SEQ ID NO: 1 

21 <21.1> LENGTH: 2 224 

22 <212> TYPE: DNA 

2 3 <213> ORGANISM: Homo Sapiens 

25 <400> SEQUENCE: 1 

26 acttgaaytc aceatggggg atgaagattg ggaagcagaa atcaaccctc atatgtcttc 

27 ctatgttccc atatttgaga aggataggta ttctggagaa aatggagaca attttaacag 

28 gactccagct tcatcatcag aaatggatga tggaccttct ogaagagatc atttcatigaa 

29 aagtggattt gcctclgggc ggaatLttgg aaacagagat gctggt.gagt gtaataagcg 

3 0 agataataca tcoacaatgg gtggttttgg agttggaaag agttttggaa acagaggttt 

31 ttcaaacagc aggtttgaag atggtgatag ctotggtttc tggagagagt ctagtaatga 

32 ctgcgaagat aatocaacac ggaacagagg gttttccaag agaggcggct atcgagatgg 
3 3 aaataattca gaagcttoag ggccatacag aagaggtgga agaggtagLt Lccgaggttg 
34 ccgtggagga tttgglctag gaagtccaaa taatgactta gacccagacg aatgtatgca 
3 5 gcgcactggt ggcctttttg gttctagaag accagtatta agtggcacag gtaatggtga 

3 6 tacttctcaa agcagaagtg gcagtggaag tgaacgaggt ggttacaaag gtttaaatga 

37 agaagtaaLa acaggctctg gaaagaattc ttggaagtca gaagcagaag gaggagaaag 

38 tagtgatact caaggaccaa aagtgaccLa cataccccct cctccacctg aggatgagga 

39 ctccatcttt gcacattatc agacaggcat aaacttcgac aaatacgaca ctattcttgt 

40 ggaagtgtct ggacatgatg caccaccagc aattctgact tttgaagaag ctaatctctg 

41 t:cagacact:g aataacaaca ttgctaaagc tgg ttatact aagcttactc otgtgcaaaa 

4 2 atacagtatit cc tatcatac ttgcaggacg agatttgatg gcttgtgcLc aaacagggtc 
4 3 tgggaagact gcggcttttc tcctaccaat tttggctcat atgatgcatg atgyaataac 
4 4 Lgccagtcgt tttaaagagt tgcaggaacc agagtgtatt attgtagcac caactcgaga 
4 5 attggtcaac cagatttatt tggaagccag aaaattttct tttgggactt gtgtaagagc 

46 tgttgtbata tatgggygaa cccayctggg acattcaatt cgacaaat.ag lacaaggcty 

47 taatatatta tg tgctactc " cf.ggaagact gatggatatc ataggcaaag aaaayattgg 

48 tctcaaacag atcaaatact tagttttgga tgaagctgat cgcatgttgg atatgggttt 
4 9 tggtccagaa atgaagaagt taatttcttg cccaggaatg ocatcaaagg aacagcgcca 

50 aacccttaLy ttcagtgcaa cttttccaga ggaaattcaa aygttggcLg cagagLtLLt 

51 aaagtcaaat tatctgtttg ttgctgttgg acaagtgggt ggagcatgta gagatgttca 

52 gcayaccgtL ctccaagttg gccagttctc aaaaagagaa aagctcyttg aaattcLycg 

53 aaacataggg qatgaaagaa ctatggtctt tgttgaaact aagaaaaaag cagattttac 

54 tgcaactttt ctttgtcaag aaaaaatatc aactacaagt atccatggtg atcgggaaca 

55 gagagagcgy gagcaagctc ttggagaLtt tcgctttgga aagtgcccag ttctLgttgc 

56 tactLcagta gctgccagag ggctggataL tgaaaatgtg caacatgLta tcaatttbga 

57 tcttccttct accattgatg aatatgttca tcgaattggg cgtactggtc gttgtgggaa 



ENTERED 



60 
120 
180 
240 

3 00 
360 

4 20 
4 00 
54 0 
600 
660 
7 20 
78 0 
840 
900 
960 

1020 
1080 
114 0 
1200 
126 0 
1320 
1380 
14 4 0 
1500 
1560 
1620 
1680 
17 4 0 
1800 
1860 
1920 
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Input Set : A:\B8017195.txt 
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5 3 tactggcaga gcaatttcct t.tt ttga tci: tgaatcggat aaccatttag cacagcctct: 

5 9 agtaaaagta ttgacagatg ctcaaeagga tgttcctgca tggttggaag aaattgcctt 

60 tagtacatac attcctggct tcagtggtag tacaagagga aacgtgtttg catcagttga 

61 taccagaaag ggcaagagca ctttgaacac agctgggttt tcttcttcac gagctcccaa 

62 tccagtagat gatgagtcat gggattaaag ccaaaacatc cttcaagtct gtggttttga 

63 tgca 

65 <210> SEQ JO NO: 2 

66 <211> LENGTH: 7 24 

67 <212> TYPE: PRT 

68 <213> ORGANISM: Homo Sapiens 
70 <400> SEQUENCE: 2 



71 


Met 


Gly 


Asp 


Glu 


Asp 


Trp 


Glu 


Ala 


Glu 


lie 


Asn 


Pro 


His 


Met 


Ser 


Ser 


72 


1 








5 










.10 










15 




73 


Tyr 


Va.L 


Pro 


lie 


Phe 


Glu 


Lys 


Asp 


Arg 


Tyr 


Ser 


Gly 


Glu 


Asn 


Gly 


ASp 


74 








20 










25 










30 






75 


Asn 


Phe 


Asn 


Arg 


Thr 


Pro 


Ala 


Ser 


Ser 


Ser 


Glu 


Met 


Asp 


Asp 


Gly 


Pro 


76 






3 5 










40 










45 








77 


Ser 


Arg 


Arg 


Asp 


His 


Phe 


Met 


Lys 


Ser 


Gly 


Phe 


Ala 


Ser 


Gly 


Arg 


Asn 


78 




50* 










5 5 










60 










79 


Phe 


Gly 


Asn 


Arg 


Asp 


Ala 


Gly 


Glu 


Cys 


Asn 


Lys 


Arg 


Asp 


Asn 


Thr 


Ser 


80 


65 










70 










75 










80 


81 


Thr 


Met 


Gly 


Gly 


Phe 


Gly 


Val 


Gly 


Lys 


Ser 


Phe 


Gly 


Asn 


Arg 


Gl y 


Phe 


82 










85 










90 










95 




8 3 


Ser 


Asn 


Ser 


Arg 


Phe 


Glu 


Asp 


Gly 


Asp 


Ser 


Ser 


Gly 


Phe 


Trp 


Arg 


Glu 


84 








100 










105 










110 






05 


Ser 


Ser 


As n 


Asp 


Cys 


Glu 


Asp 


Asn 


Pro 


Thr 


Arg 


Asn 


Arg 


Gly 


Phe 


Ser 


86 






115 










120 










125 








87 


Lys 


Arg 


Gly 


Gly 


Tyr 


Arg 


Asp 


Gly 


Asn 


Asn 


Ser 


Glu 


Ala 


Ser 


Gly 


Pro 


88 




130 










135 










140 










89 


Tyr 


Arg 


Arg 


Gly 


Gly 


Arg 


Gly 


Ser 


Phe 


Arg 


Gly 


Cys 


Arg 


Gly 


Gly 


Phe 


90 


145 










150 










155 










.16 0 


91 


Gly 


Leu 


Gly 


Ser 


Pro 


Asn 


Asn 


Asp 


Leu 


Asp 


Pro 


Asp 


Glu 


Cys 


Met 


Gin 


9 2 










1.6 5 










170 










175 




93 


Arg 


Thr 


Gly 


Gly 


Leu 


Phe 


Gly 


Ser 


Arg 


Arg 


Pro 


val 


Leu 


Ser 


Gly 


Thr 


94 








180 










18 5 










19 0 






9 5 


Gly 


Asn 


Gly 


Asp 


Thr 


Ser 


Gin 


Ser 


Arg 


Ser 


Gly 


Ser 


Gly 


Ser 


Glu 


Arg 


96 






195 










200 










205 








97 


Gly 


Gly 


Tyr 


Lys 


Gly 


Leu 


Asn 


Glu 


Glu 


Val 


He 


Thr 


Gly 


Ser 


Gly 


L ys 


98 




210 










215 










220 










99 


Asn 


Ser 


Trp 


Lys 


Ser 


Glu 


Ala 


Glu 


Gly 


Gly 


Glu 


Ser 


Ser 


Asp 


Thr; 


Gin 



100 225 230 235 240 

10.1 Gly Pro Lys Val Thr Tyr lie Pro Pro Pro Pro Pro Glu Asp Glu Asp 

102 * 245 250 255 

103 Ser Tie Phe Ala His Tyr Gin Thr Gly lie Asn Phe Asp Lys Tyr Asp 

104 260 265 270 

105 Thr He Leu Val Glu Val Ser Gly His Asp Ala Pro Pro Ala lie Leu 

106 275 280 285 

10 7 Thr Phe Glu Glu Ala Asn Leu Cys Gin Thr Leu Asn Asn Asn He Ala 
108 290 295 300 



1980 
2040 
2100 
2160 
2220 
2224 
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109 


Lys 


Ala 


Gly 


Tyr 


Thr 


Lys 


Leu 


Thr 


Pro 


Val 


Gin 


Lys 


Tyr 


Ser 


He 


Pro 


1:1 o 


305 










310 










3 1 5 










3 20 


1:1 1 


He 


He 


Leu 


Ala 


Gly 


Arg 


Asp 


Leu 


Met 


Ala 


Cys 


Ala 


Gin 


Thr 


Gly 


Ser 


112 










325 










330 










335 




113 


Gly 


Lys 


Thr 


Ala 


Ala 


Phe 


Leu 


Leu 


Pro 


He 


Leu 


Ala 


His 


Met 


Met 


His 


114 








340 










34 5 










3 50 






115 


ASp 


Gly 


He 


Thr 


Ala 


Ser 


Arg 


Plie 


Lys 


Glu 


Leu 


Gin 


Glu 


Pro 


Glu 


Cys 


116 






35 5 










360 










365 








117 


He 


I le 


Val 


Ala 


Pro 


Thr 


Arg 


Glu 


Leu 


Val 


Asn 


Gin 


He 


Tyr 


Leu 


Glu 


1 IB 




370 










375 










380 










119 


Ala 


Arg 


Lys 


Phe 


Ser 


Phe 


Gly 


Thr 


cys 


Val 


Arg 


Ala 


Val 


Val 


He 


Tyr 


120 


385 










390 










395 










400 


121 


Gly 


Gly 


Thr 


Gin 


Leu 


Gly 


His 


Ser 


He 


Arg 


Gin 


He 


val 


Gin 


Gly 


Cys 


122 










405 










410 










4 1 5 




123 


Asn 


He 


Leu 


Cys 


Ala 


Thr 


Pro 


Gly 


Ax'g 


Leu 


Met 


Asp 


He 


He 


Gly 


Lys 


124 








420 










4 25 










430 






125 


Glu 


Lys 


He 


Gly 


Leu 


Lys 


Gin 


He 


Lys 


Tyr 


Leu 


Val 


Leu 


Asp 


Glu 


Ala 


126 






435 










440 










445 








127 


Asp 


Arg 


Met 


Leu 


Asp 


Met 


Gly 


Phe 


Gly 


Pro 


Glu 


Met 


Lys 


Lys 


Leu 


He 


12 8 




450 










455 










4 60 










129 


Ser 


Cys 


Pro 


Gly 


Met 


Pro 


Ser 


Lys 


Glu 


Gin 


Arg 


Gin 


Thr 


Leu 


Met 


Phe 


130 


4 G 5 










470 










475 










480 


1 31 


Ser 


Ala 


Thr 


Phe 


Pro 


Glu 


Glu 


He 


Gin 


Arg 


Leu 


Ala 


Ala 


Glu 


Phe 


Leu 


132 










485 










4 90 










4 95 




133 


Lys 


Ser 


Asn 


Tyr 


Leu 


Phe 


Val 


A.La 


Val 


Gly 


Gin 


Val 


Gly 


Gly 


Ala 


Cys 


.13 4 








500 










505 










510 






135 


Arg 


ASp 


Val 


Gin 


Gin 


Thr 


Val 


Leu 


Gin 


Val 


Gly 


Gin 


Phe 


Ser 


Lys 


Arg 


.13 G 






515 










520 










525 








.13 7 


Glu 


Lys 


Leu 


Val 


Glu 


He 


Leu 


Arg 


Asn 


He 


Gly 


Asp 


Glu 


Arg 


Thr 


Met 


138 




530 










53 5 










54 0 










.13 9 


Val 


Phe 


Val 


Glu 


Thr 


Lys 


Lys 


Lys 


Ala 


Asp 


Phe 


Thr 


Ala 


Thr 


Phe 


Leu 


.14 0 


54 5 










550 










555 










560 


14.1 


Cys 


Gin 


Glu 


Lys 


He 


Ser 


Thr 


Thr 


Ser 


He 


His 


Gly 


Asp 


Arg 


Glu 


Gin 


14 2 










565 










570 










575 




14 3 


Arg 


Glu 


Arg 


Glu 


Gin 


Ala 


Leu 


Gly 


Asp 


Phe 


Arg 


Phe Gly 


Lys 


Cys 


Pro 


14 4 








580 










585 










590 






14 5 


Val 


Leu 


Va 1 


Ala 


Thr 


Ser 


Val 


Ala 


Ala 


Arg 


Gly 


Leu 


Asp 


He 


Glu 


Asn 


146 






595 










600 










605 








1 4 7 


Val 


Gin 


H is 


Val 


He 


Asn 


Phe 


ASp 


Leu 


Pro 


Ser 


Thr 


He 


ASp 


Glu 


Tyr 


148 




610 










615 










620 










14 9 


Val 


His 


Arg 


He 


Gly 


Arg 


Thr 


Gly 


Arg 


Cys 


Gly 


Asn 


Thr 


Gly 


Arg 


Ala 


150 


62 5 










630 










635 










640 


151 


He 


Ser 


Phe 


Phe 


Asp 


Leu 


Glu 


Ser 


ASp 


Asn 


His 


Leu 


Ala 


Gin 


Pro 


Leu 


.152 










645 










6 50 










655 




153 


Val 


Lys 


Va.l 


Leu 


Thr 


Asp 


Ala 


Gin 


Gin 


Asp 


Va 1 


Pro 


Ala 


Trp 


Leu 


Glu 


154 








660 










665 










670 






155 


Glu 


lie 


Ala 


Plie 


Ser 


Thr 


Tyr 


He 


Pro 


Gly 


Phe 


Ser 


Gly 


Ser 


Thr 


Arg 


156 






6 75 










6 80 










685 








157 


Gly 


Asn 


Va.l 


Phe 


Ala 


Ser 


Val 


Asp 


Thr 


Arg 


Lys 


Gly 


Lys 


Ser 


Tin- 


Leu 
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DATE 
TIME 



.12/01/2000 
13 : 28 :55 



Input; Set : A:\B80I7195.txt 
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raw 



158 



690 



695 



700 



159 Asn Thr: Ala Gly Phe Ser Ser Ser Ary Ala Pro Asn Pro Val Asp Asp 

160 70 5 7.10 715 720 

161 GIu Ser Trp Asp 
164 <210> SEQ ID NO: 3 
16 5 <211> LENGTH: 7 22 

166 <2!2> TYPE: PKT 

167 <213> ORGANISM: Mus Mus cuius 
169 <4 0(» SEQUENCE: 3 



170 


Met 


Gly 


Asp 


Glu 


ASp 


Trp 


Glu 


Ala 


Glu 


He 


Leu 


Lys 


Pro 


His 


Val 


Ser 


171 


1 








5 










10 










15 




172 


Ser 


Tyr 


Val 


Pro 


Val 


Phe 


Glu 


Lys 


Asp 


Lys 


Tyr 


Ser 


Ser 


Gly 


Ala 


Asn 


173 








20 










25 










30 






174 


Gly 


Asp 


Thr 


Phe 


Asn 


Arg 


Thr 


Ser 


Ala 


Ser 


Ser 


Glu 


Met 


Glu 


Asp 


Gly 


175 






35 










4 0 










45 








176 


Pro 


Ser 


Gly 


Arg 


Asp 


Asp 


Phe 


Met 


Arg 


Ser 


Gly 


Phe 


Pro 


Ser 


Gly 


Arg 


177 




50 










55 










60 










178 


Ser 


Leu 


Gly 


Ser 


Arg 


Asp 


He 


Gly 


Glu 


Ser 


Ser 


Lys 


Lys 


Glu 


Asn 


Thr 


.17 9 


65 










70 










75 










80 


180 


Ser 


Thr 


Thr 


Gly 


Gly 


Phe 


Gly 


Arg 


Gly 


Lys 


Gly 


Phe 


Gly 


Asn 


Ary 


Gly 


181 










85 










90 










9 5 




.18 2 


Phe 


Leu 


Asn 


Asn 


Lys 


Phe 


Glu 


Glu 


Gly 


Asp 


Ser 


Ser 


Giy 


Phe 


Trp 


Lys 


18 3 








100 










105 










110 






184 


Glu 


Ser 


Asn 


Asn 


Asp 


Cys 


Glu 


Asp 


Asn 


Gin 


Thr 


Arg 


Ser 


Arg 


Gly 


Phe 


185 






115 










120 










125 








186 


Ser 


Lys 


Arg 


Gly 


Gly 


Cys 


G.L n 


Asp 


Gly 


Asn 


Asp 


Ser 


Glu 


Ala 


Ser 


Giy 


187 




130 










135 










140 










.18 8 


Pro 


Plie 


Ary 


Arg 


Gly 


Gly 


Arg 


Gly 


Ser 


Phe 


Arg 


Gly 


Cys 


Arg 


Gly 


Gly 


18 9 


14 5 










15 0 










15 5 










160 


19 0 


Phe 


Gly 


Leu 


Gly 


Arg 


Pro 


Asn 


Ser 


Glu 


Ser 


ASp 


Gin 


Asp 


Gin 


Gly 


Thr 


.191 










165 










170 










.17 5 




.192 


Gin 


Cys 


Gly 


Giy 


Gly 


Phe 


Leu 


Val 


Leu 


Gly 


Lys 


Pro 


Ala 


A.la 


Ser 


Asp 


.19 3 








180 










185 










190 






194 


Ser 


Gly 


Asn 


Gly 


Asp 


Thr 


Tyr 


Gin 


Ser 


Arg 


Ser 


Gly 


Ser 


Gly 


Arg 


Giy 


19 5 






195 










200 










205 








.19 6 


Gly 


Tyr 


Lys 


Gly 


Leu 


Asn 


Glu 


Glu 


Val. 


Val 


Thr 


Gly 


Ser 


Gly 


Lys 


Asn 


19 7 




210 










215 










220 










198 


Ser 


Trp 


Lys 


Ser 


Glu 


Thr 


Glu 


Gly 


Gly 


Glu 


Ser 


Ser 


Asp 


Ser 


Gin 


Giy 


.19 9 


225 










230 










235 










2 4 0 


200 


Pro 


Lys 


Val 


Thr 


Tyr 


Tie 


Pro 


Pro 


Pro 


Pro 


Pro 


Glu 


Asp 


Glu 


Asp 


Ser 


201 










24 5 










25 0 










255 




202 


He 


Phe 


Ala 


His 


Tyr 


Gin 


Thr 


Gly 


He 


Asn 


Phe 


Asp 


Lys 


Tyr 


Asp 


Thr 


203 








260 










265 










270 






204 


He 


Leu 


Val 


Glu 


Va 1 


Ser 


Giy 


His 


Asp 


Ala 


Pro 


Pro 


Ala 


He 


Leu 


Thr 


205 






275 










280 










285 








206 


Phe 


Glu 


Glu 


Ala 


Asn 


Leu 


Cys 


Gin 


Thr 


Leu 


Asn 


Asn 


Asn 


He 


Arg 


Lys 


207 




290 










295 










300 










208 


Ala 


Gly 


Tyr 


Thr 


Lys 


Leu 


Thr 


Pro 


Val 


Gin 


Lys 


Tyr 


Thr 


He 


Pro 


He 


209 


305 










3.1 0 










315 










320 
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210 Veil Leu Ala Gly Arg Asp Leu Met Ala Cys Ala Gin Thr Gly Ser Gly 
2'1.1 325 3 30 33 5 

212 Lys Thr Ala Ala Phe Leu Leu Pro He Leu Ala His Met Met Arg Asp 

213 340 345 350 

214 Gly He Thr Ala Ser Arg Phe Lys Glu Leu Gin Glu Pro Glu Cys lie 

215 3 55 360 365 

216 He Val Ala Pro Thr Arg Glu Leu He Asn Gin lie Tyr Leu G.lu Ala 
2:i 7 370 375 380 

21 8 Arg Lys Phe Ser Phe Gly Thr Cys Val He Ser Val Val lie Tyr Gly 

219 385 390 395 400 

220 Gly Thr Gin Phe Gly His Ser Val Arg Gin He Val Gin Gly Cys Asn 

221 405 410 415 

222 lie Leu Cys Ala Thr Pro Gly Arg Leu Met Asp He He Gly Lys Glu 

223 420 425 430 

224 Lys He Gly Leu Lys Gin Val Lys Tyr Leu Val Leu Asp Glu Ala Asp 

22 5 4 35 440 ( 4 45 

2 26 Ser Met Leu Asp Met Gly Phe Ala Pro Glu He Lys Lys Leu He Ser 
227 450 455 460 

2 28 Cys Pro Gly Met Pro Ser Lys Glu Gin His Gin Thr Leu Leu Phe Ser 
229 465 470 475 480 

23 0 Ala Thr Phe Pro Glu Glu He Gin Arg Leu Ala Gly Asp Phe Leu Lys 

231 485 490 495 

232 Ser Asn Tyr Leu Phe Val Ala Val Gly Gin Val Gly Gly Ala Cys Arg 

233 500 505 510 

2 34 Asp Val Gin Gin Thr He Leu Gin Val Gly Gin Tyr Gin Lys Glu Lys 

235 515 520 525 

236 Ser Leu Leu Arg Phe Tyr Glu Asn lie Gly Asp G.lu Arg Thr Met Val 

237 530 535 540 

238 Phe Val Glu Thr Lys Lys Lys Ala Asp Phe He Ala Thr Phe Leu Cys 

239 545 550 555 560 

240 Gin Glu Lys He ser Ser Thr Ser He His Gly Asp Arg Glu Gin Arg 
24.1 565 570 575 

242 Glu Arg Glu Gin Ala Leu Gly Asp Phe Arg Cys Gly Lys Cys Pro Val 

243 580 585 590 

24 4 Leu Val Ala Thr Ser Val Ala Ala Arg Gly Leu Asp He G.lu Asn Val 
245 595 600 605 

24 6 Gin His Val lie Asn Phe Asp Leu Pro Ser Thr lie Asp Glu Tyr Val 
247 610 615 620 

24 8 Hi.s Arg He Gly Arg Thr Gly Arg Cys Gly Asn Thr Gly Arg Ala lie 

249 625 630 635 640 

250 Ser Phe Phe Asp Thr Asp Ser Asp Asn His Leu Ala G.l n Pro Leu Val 
25.1 645 650 655 

252 Lys Val Leu Ser Asp Ala Gin Gin Asp Val Pro Ala Trp Leu Glu Glu 

253 660 665 670 

2 54 lie Ala Phe Ser Thr Tyr Val Pro Pro Ser Phe Ser Ser Ser Thr Arg 

255 675 680 685 

2 56 Gly Gly Ala Val Phe Ala Ser Val Asp Thr Arg Lys Asn Tyr Gin Gly 

257 690 695 700 

258 Lys Ala His Val Glu Tyr Ser Gly Asp Phe Phe Phe Thr Ser Ser Gin 



file://C:\CRF3\Outhold\Vsrl714865.htm 



12/1/00 



Page 6 of 7 



VERIFICATION SUMMARY DAT 13 : .1 2/01/2000 

PAT ENT AP P LI CAT ION: US/09/7 14, 86 5 T IMK : 13:28:56 

Input; Set : A:\B8017195.txt 

Output Set: N:\CRF3\12012000\l714865.raw 

L:13 M:270 C: Current Application Number differs, Replaced Current Application No 

L:13 M:271 C: Current Filing Daue differs, Replaced Current Piling Date 



file://C:\CRF3\Outhold\VsrI7 1 4865.htm 



12/1/00 



